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EeRb-144 is a seasonal prehistoric (~7000 to 200 cal. years COI mini-barcodes were amplified from 33 of the 64 analyzed fish remains. J E M A M J J A S O N D
BP) campsite located in the Interior Plateau region of CytB mini-barcodes were amplified from 31 of these 33 remains. Chinook Salmon
. . . ) .
southce_ntral British Columbia, Canada (Fig. 1).> Excavations All of the remains that yielded DNA could be identified to the species level. Largescale Sucker
of the site have recovered numerous Late Holocene (3500 to Longnose Sucker
200 cal. years BP) materials associated with fishing, including Northern Pikeminnow
fish remains and fishing spear points. % 60 Peamouth Chub
The majority of fish remains recovered from EeRb-144 are &Ea 50 _ _ _ e .
fragmented. This fragmentation has generally precluded the P Figure 4. Spawning seasons of the fish species identified at EeRb-144.>75,
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|dent|f|cat|_o  of these remains throu_gh morphologlcal analysis % Historically, Plateau peoples caught suckers (Catostomus spp.) during
to the species level. Consequently, little is known about the @ L . . , . . .
. . = their spring spawning runs.** If EeRb-144’s inhabitants had similar
species composition of EeRb-144’s Late Holocene fishery = 30 . S
' é subsistence scheduling, its Late Holocene fishery’s focus on largescale
To shed light on the species composition of the Late = 20 sucker, which spawns in May and June (Fig. 4), would suggest this
Holocene fishery at EeRb-144, we used ancient DNA ; fishery occurred during the spring to early summer. The other three
(aDNA) analysis to identify a sample of Late Holocene fish = 10 resident species harvested by the fishery can also be readily caught at
remains from the site. 2 ) o o this time as they also congregate to spawn during this period (Fig. 4).
> Largescale  Northern  Peamouth  Longnose Chinook Since Chinook salmon runs in the nearby Thompson River system
Sucker  Pikeminnow Chub Sucker Salmon from August to October (Fig. 4), its presence at EeRb-144 suggests the
Species fishery continued into at least the mid-summer.
Figure 2. Relative abundance of the fish species identified in the sample of Late A spring to mid-summer time frame for EeRb-144’s Late Holocene
Holocene fish remains from EeRb-144. fishery concords well with other seasonal indicators from the site that

suggest it was occupied during the spring and summer.?:
Five locally abundant fish species were identified in the sample of Late

Holocene fish remains (Fig. 2).4° This indicates EeRb-144’s Late Holocene Implications

fishery harvested a variety of common local species. However, the fishery
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Floodplain appears to have been largely focused on harvesting largescale sucker Studies of Late Holocene subsistence patterns in the Interior Plateau
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Figure 1. Map of EeRDb-144 and its environs. The location of EeRb-144 (CatPStO .US ACTOCNE US? A .(?St ort e. dentified e. ains are irom tnis have tended to emphasize th.e _|m_portan(?e of anadromous_salmop
within British Columbia, Canada, is indicated in the inset map. species (Fig. 2). All of the identified species except Chinook salmon (Oncorhynchus spp.) and minimize the importance of resident fish.
(Oncorhynchus tshawytscha) are resident species indicating the fishery was However, our results indicate that during the spring and early summer
Ancient DNA Analysis focused on resident fish.> when salmon were not running, resident fish—especially largescale

suckers—were an important food source for Late Holocene Plateau
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